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Known genetic markers of resistance to PWD

FUT1 marker — resistance to F18 ETEC
Located inside of FUTI -> candidate

receptor
[Meijerink, 2000, Immunogenetics] Pathogen
adhesion
CHCF1 marker — resistance to F4 ETEC test

Location continuously revised
[Rydal, 2022, BMC Vet Res]
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[Zhengchang Wu et al.,
2016]
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Study Design

Two herds
30 sows
300 piglets

o

23-27 days old
Some pigs
were weaned
before
movement to
nursery
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every day in
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Incidence waves
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Bacterial shedding in the study

*Previous study on the same cohort

0.2

0.1

0.0

02

01

0.0

ETEC

Hemolytic non-ETEC E. coli

Rotavirus A (RVA)

0.2

01

0.0

0.2

01

e 3
=]

lllllllllllllll
0 2 4 6 8 10 12 14

lllllllllllllll
0 2 4 6 8 10 12 14

0 2 4 6 8 10 12 14

Producer A

ProducerB — — — —

ETEC & Rotavirus A Hem. non-ETEC E. coli & RVA No detection of hem. E.coli or RVA Unknown
S — S I px
o r
-—- | = J
_J- ] -~ — ] _
- I . r_‘_'—_‘—,i
——— — S e ) — —

0.0

0.0

0.0

||||||||
0 2 4 6 8 10 12 14

T T T T T T T T
0 2 4 6 8 10 12 14

||||||||
0 2 4 6 8 10 12 14

[Eriksen, et al, 2021, Porcine Health Manag]
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Shedding with known
diarrhea-causing pathogens
IS iIncreasing across the
study.
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GWAS results QTL
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GWAS results
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Metabolomics analysis

Serum samples Metabolome
matrix
(177 controls
(254
o7 EEBEs) *LC-MS metabolites)
analysis of
serum
samples
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*Batch metabolome
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Conclusions

Breeding Management

Daily monitoring of diarrhea can give a
stringent definition of PWD

Identified novel QTL for diarrhea resistance

Diarrhea

Panthothenic acid is associated with diarrhea

Pantothenic acid
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To be continued

=

To establish the interaction of the pig
host and the microbiome and their
individual and combined impact on

intestinal and systemic health

Identification of
biomarkers indicating
predisposition of enteric

Mitigation of the
spread of antimicrobial
mslslana, (AMR)

Understanding the enteric pig
microbiome and its function
in a spacial structure

Exploration of mechanisms of
host-microbiome-nutrition
interaction

Rcductlon in the ovcrall nccd for
antimicrobial treatments in the pig
production

(,. "

—r

% Prevention of the mcd
for antibiotics
- ._ 7 kg
% B Rcducmg the nisk of secretory
and infectious diarrhea during

the post wcaning pcriod

8 To provide the knowledge
base that enables

(microbiome-) targeted

dietary interventions

[Maria Hagh Kroier]
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